The following Supporting Information is available for this article: Table S1 . Primers used for qRT-PCR analysis and molecular cloning. 
. Primers used for qRT-PCR analysis and molecular cloning. extracted from the Ca 2+ binding CML42 and CML43 (Dobney et al., 2009; Bender et al., 2014) . Table S1 . Gene transcript level was relative to GAPDH-A (At3g26650). Statistical difference from wildtype was determined by Student's t-test, asterisks indicate statistical, P values as indicated. Table S1 .
Statistical difference from wildtype control samples was determined by Student's t-test in (a,b), asterisks indicate statistical, P values as indicated. wildtype plants as occurred using the cor -strain (Fig 3h) . Interestingly, unlike that observed in fig 3h using Pst DC3000 cor -, when using Pst DC3000, the amiRNA lines showed no significant differences compared to WT over the time period assayed here. It is important to note that in these assays the fls2 knockout plants (our positive control) also showed no increase in pathogen susceptibility over wildtype using Pst DC3000. In our hands these results are common and repeatable for many of the pathogen responsive genes. The reasons for this are not yet clear as there are many factors that may be involved in pathogen responses against DC3000 compared with the cor -strain.
